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morphology, mtDNA copy number, mPTP, oxygen consumption and
ATP/ADP ratio were evaluated. Although showing equal amounts of
mtDNA and Tom20 protein, CSC have round and small depolarized
mitochondria, while dCC show a polarized and ﬁlamentous mito-
chondrial network with higher oxygen consumption and ATP/ADP
content. The mitochondrial transcription factor (mTFA) appears on its
inactive form in CSC, which occurs with a lower content of the
mtDNA-encoded subunit MT-CO1 in this experimental group. Our
results showed differences in the expression of some classical
components/regulators of the mPTP: cyclophylin D is more present
in CSC, while the adenine nucleotide translocator (ANT) is more
present in dCC. Moreover, cobalt quenching of calcein mitochondrial
ﬂuorescence as an end-point for mPTP opening shows a 40% decrease
in dCC vs CSC. Cyclosporin A inhibits cobalt quenching in CSC,
increasing ﬂuorescence up to 127%, not showing signiﬁcant inhibition
in dCC. In addition, cleaved caspase 3 is expressed in CSC; however,
caspase 3, 8 and 9-like activities are higher in dCC, demonstrating a
non-death role for caspase 3 on CSC. P19 cells were also grown in
galactose/glutamine-containing media to force a metabolic remodel-
ing to oxidative phosphorylation. In this case, the galactose/glutamine
media decreased the cell proliferation rate and induced differentia-
tion of CSC.
In conclusion, CSC quiescent mitochondria contribute for their
glycolytic proﬁle maintaining their stemness. Stimulation of mito-
chondrial activity may render CSCs prone to chemotherapy.
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Thyroid hormones (THs) are recognized key regulators of
mitochondrial biology. Key elements of the hypothalamic-pituitary-
thyroid (HPT) axis are expressed in human skin, and TRH (thyrotro-
pin-release hormone) and TSH (thyrotropin) are potent regulators of
the mitochondrial biology of human epidermis [1,2]. Arguing that
hair shaft production and hair follicle (HF) cycling are highly energy-
consuming processes, we asked whether and how TRH, TSH and the
THs triiodothyronine (T3) and thyroxine (T4) also impact on the
mitochondrial biology of human scalp HFs. Therefore, microdissected
human HFs were treated with T3 (100 pM), T4 (100 nM), TRH
(30 nM) or TSH (100 mU/mL) for 24 h in human HF organ culture.
This revealed increased gene and protein expression of MTCO1 and
TFAM by RT-qPCR and immunostaining. Moreover TRH, TSH and THs
stimulated mitochondrial energy metabolism in HFs, i.e. complex I
(NBT reduction assay) and IV activity (cytochrome c oxidation).
Increased heat production (measured by calorimetry) after T3
treatment conﬁrmed this. In addition TRH, TSH, T3 and T4 stimulated
intrafollicular mitochondrial biogenesis, as demonstrated by in-
creased porin immunoreactivity (voltage-dependent-anion-channel,
VDAC1) and an increased number of ultrastructurally detectable
perinuclear mitochondria by transmission electron microscopy.
Since increased mitochondrial activity can also be detrimental via
enhanced ROS-mediated oxidative damage, we checked ROS produc-
tion in human outer root sheath (ORS) keratinocytes after HPT axis
hormone treatment. This did not alter the basal level of ROS. Instead,
T3 and T4 even reduced H2O2-induced increased intrafollicular ROS
production. In addition by RT-qPCR we found a signiﬁcant increase of
catalase mRNA level in treated ORS keratinocytes, whereas SOD2
mRNA level was increased just in TSH and T4 treatment.
These data provide the ﬁrst evidence that energy metabolism,
mitochondrial function and redox state of human HFs are subject to
profound (neuro-)endocrine regulation by all four key players of the
HPT axis: TRH, TSH, T4 and T3, two of which are even locally generated.
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In yeast Saccharomyces cerevisiae, one of tRNAsLys (tRNALys or
tRK1) is partially associated with mitochondria and functioning in
mitochondrial translation which becomes essential in temperature
stress conditions. Its inhibition also causes a conditional phenotype of
mitochondrial deﬁciency [1,2]. Import of tRK1 has ATP/ΔΨ dependent
character and it has been shown that tRK1 has to be aminoacylated in
the cytosol by the lysyl-tRNA-synthetase (KRS) and that its import
requires two cytosolic targeting factors— the enolase-2, an enzyme of
the glycolytic pathway, and the cytosolic precursor of the mitochon-
drial lysyl-tRNA-synthetase (preMSK) [3,4].
However, in spite of that import of tRK1 requires the preMSKand their
co-import through the pre-protein import machinery may be suggested,
analysis of yeast strains, carrying deletions of non-essential genes coding
for proteins of the pre-protein import machinery revealed that none of
these mutations had an effect on tRK1 import. Additional experiments
with recombinant fusion protein cytb2-DHFR (consists of ﬁrst 167 amino
acids of cytochrome b2 and entire mouse dihydrofolate reductase) [5]
conﬁrmed that after blockage of TOM40 channel approximately half
of tRK1 still was imported to mitochondria. With the help of North-
Western analysis combined with tandem mass spectrometry (MALDI
TOF) several proteins, among which mitochondrial porins 1, 2 (Por1,
Por2) and TOM40 were identiﬁed as potential binders of tRK1 upon
its import into mitochondria.
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